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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/577,304 



DATE: 06/28/2001 
TIME: 14:38:16 



Input Set : A:\04408a.app 

Output Set: N:\CRF3\06282001\I577304 , raw 



3 <110> APPLICANT: Ma, Wu-Po 

4 Lyamichev, Victor I. 

5 Kaiser, Michael W. 

6 Lyamicheva , Natalie E. 

7 Allawi, Hatim T. 

8 Schaefer, James J. 

9 Neri, Bruce P. 




11 <120> TITLE OF INVENTION: Improved Enzymes for the Detection of Specific Nucleic 



19 <160> NUMBER OF SEQ ID NOS : 278 
21 <170> SOFTWARE: Patentin Ver . 2.0 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2506 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Thermus aquaticus 

28 <400> SEQUENCE: 1 

29 atgaggggga tgctgcccct ctttgagccc aagggccggg tcctcctggt ggacggccac 60 
31 cacctggcct accgcacctt ccacgccctg aagggcctca ccaccagccg gggggagccg 120 
33 gtgcaggcgg tctacggctt cgccaagagc ctcctcaagg ccctcaagga ggacggggac 180 
35 gcggtgatcg tggtctttga cgccaaggcc ccctccttcc gccacgaggc ctacgggggg 240 
37 tacaaggcgg gccgggcccc cacgccggag gactttcccc ggcaactcgc cctcatcaag 300 
39 gagctggtgg acctcctggg gctggcgcgc ctcgaggtcc cgggctacga ggcggacgac 360 
41 gtcctggcca gcctggccaa gaaggcggaa aaggagggct acgaggtccg catcctcacc 4 20 
43 gccgacaaag acctttacca gctcctttCc gaccgcatcc acgtcctcca ccccgagggg 480 
45 tacctcatca ccccggcctg gctttgggaa aagtacggcc tgaggcccga ccagtgggcc 540 
47 gactaccggg ccctgaccgg ggacgagtcc gacaaccttc ccggggtcaa gggcatcggg 600 
49 gagaagacgg cgaggaagct tctggaggag tgggggagcc tggaagccct cctcaagaac 660 
51 ctggaccggc tgaagcccgc catccgggag aagatcctgg cccacatgga cgatctgaag 720 
53 ctctcctggg acctggccaa ggtgcgcacc gacctgcccc tggaggtgga cttcgccaaa 780 
55 aggcgggagc ccgaccggga gaggcttagg gcctttctgg agaggcttga gtttggcagc 840 
57 ctcctccacg agttcggcct tctggaaagc cccaaggccc tggaggaggc cccctggccc 900 
59 ccgccggaag gggccttcgt gggctttgtg ctttcccgca aggagcccat gtgggccgat 960 
61 cttctggccc tggccgccgc cagggggggc cgggtccacc gggcccccga gccttataaa 1020 
63 gccctcaggg acctgaagga ggcgcggggg cttctcgcca aagacctgag cgttctggcc 1080 
65 ctgagggaag gccttggcct cccgcccggc gacgacccca tgctcctcgc ctacctcctg 1140 
67 gacccttcca acaccacccc cgagggggtg gcccggcgct acggcgggga gtggacggag 1200 
69 gaggcggggg agcgggccgc cctttccgag aggctcttcg ccaacctgtg ggggaggctt 1260 
71 gagggggagg agaggctcct ttggctttac cgggaggtgg agaggcccct ttccgctgtc 1320 
73 ctggcccaca tggaggccac gggggtgcgc ctggacgtgg cctatctcag ggccttgtcc 1380 
75 ctggaggtgg ccgaggagat cgcccgcctc gaggccgagg tcttccgcct ggccggccac 14 40 
77 cccttcaacc tcaactcccg ggaccagctg gaaagggtcc tctttgacga gctagggctt 1500 
79 cccgccatcg gcaagacgga gaagaccggc aagcgctcca ccagcgccgc cgtcctggag 1560 
81 gccctccgcg aggcccaccc catcgtggag aagatcctgc agtaccggga gctcaccaag 1620 
83 ctgaagagca cctacattga ccccttgccg gacctcatcc accccaggac gggccgcctc 1680 




12 Acid Sequences 

14 <130> FILE REFERENCE: FORS-04323 

16 <140> CURRENT APPLICATION NUMBER: US/09/577,304 

17 <141> CURRENT FILING DATE: 2001-06-15 
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RAW SEQUENCE LISTING DATE: 06/28/2001 

PATENT APPLICATION: US/09/577,304 TIME: 14:38:16 

Input Set : A:\04408a.app 

Output Set: N:\CRF3\06282001\I577304.raw 

85 cacacccgct tcaaccagac ggccacggcc acgggcaggc taagtagctc cgatcccaac 1740 
87 ctccagaaca tccccgtccg caccccgctt gggcagagga tccgccgggc cttcatcgcc 1800 
89 gaggaggggt ggctattggt ggccctggac tatagccaga tagagctcag ggtgctggcc 1860 
91 cacctctccg gcgacgagaa cctgatccgg gtcttccagg aggggcggga catccacacg 1920 
93 gagaccgcca gctggatgtt cggcgtcccc cgggaggccg tggaccccct gatgcgccgg 1980 
95 gcggccaaga ccatcaactt cggggtcctc tacggcatgt cggcccaccg cctctcccag 2040 
97 gagctagcca tcccttacga ggaggcccag gccttcattg agcgctactt tcagagcttc 2100 
99 cccaaggtgc gggcctggat tgagaagacc ctggaggagg gcaggaggcg ggggtacgtg 2160 
101 gagaccctct tcggccgccg ccgctacgtg ccagacctag aggcccgggt gaagagcgtg 2220 
103 cgggaggcgg ccgagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 2280 
105 atgaagctgg ctatggtgaa gctcttcccc aggctggagg aaatgggggc caggatgctc 2340 
107 cttcaggtcc acgacgagct ggtcctcgag gccccaaaag agagggcgga ggccgtggcc 2400 
109 cggctggcca aggaggtcat ggagggggtg tatcccctgg ccgtgcccct ggaggtggag 2460 
111 gtggggatag gggaggactg gctctccgcc aaggagtgat accacc 2506 

114 <210> SEQ ID NO: 2 

115 <211> LENGTH: 2496 

116 <212> TYPE: DNA 

117 <213> ORGANISM: thermus flavus 

119 <400> SEQUENCE: 2 

120 atggcgatgc ttcccctctt tgagcccaaa ggccgcgtgc tcctggtgga cggccaccac 60 
122 ctggcctacc gcaccttctt tgccctcaag ggcctcacca ccagccgcgg cgaacccgtt 120 
124 caggcggtct acggcttcgc caaaagcctc ctcaaggccc tgaaggagga cggggacgtg 180 
126 gtggtggtgg tctttgacgc caaggccccc tccttccgcc acgaggccta cgaggcctac 240 
128 aaggcgggcc gggcccccac cccggaggac tttccccggc agctggccct catcaaggag 300 
130 ttggtggacc tcctaggcct tgtgcggctg gaggttcccg gctttgaggc ggacgacgtg 360 
132 ctggccaccc tggccaagcg ggcggaaaag gaggggtacg aggtgcgcat cctcactgcc 420 
134 gaccgcgacc tctaccagct cctttcggag cgcatcgcca tcctccaccc tgaggggtac 480 
136 ctgatcaccc cggcgtggct ttacgagaag tacggcctgc gcccggagca gtgggtggac 540 
138 taccgggccc tggcggggga cccctcggat aacatccccg gggtgaaggg catcggggag 600 
140 aagaccgccc agaggctcat ccgcgagtgg gggagcctgg aaaacctctt ccagcacctg 660 
142 gaccaggtga agccctcctt gcgggagaag ctccaggcgg gcatggaggc cctggccctt 720 
144 tcccggaagc tttcccaggt gcacactgac ctgcccctgg aggtggactt cgggaggcgc 780 
14 6 cgcacaccca acctggaggg tctgcgggct tttttggagc ggttggagtt tggaagcctc 84 0 
148 ctccacgagt tcggcctcct ggaggggccg aaggcggcag aggaggcccc ctggccccct 900 
150 ccggaagggg cttttttggg cttttccttt tcccgtcccg agcccatgtg ggccgagctt 960 
152 ctggccctgg ctggggcgtg ggaggggcgc ctccatcggg cacaagaccc ccttaggggc 1020 
154 ctgagggacc ttaagggggt gcggggaatc ctggccaagg acctggcggt tttggccctg 1080 
156 cgggagggcc tggacctctt cccagaggac gaccccatgc tcctggccta ccttctggac 1140 
158 ccctccaaca ccacccctga gggggtggcc cggcgttacg ggggggagtg gacggaggat 1200 
160 gcgggggaga gggccctcct ggccgagcgc ctcttccaga ccctaaagga gcgccttaag 1260 
162 ggagaagaac gcctgctttg gctttacgag gaggtggaga agccgctttc ccgggtgttg 1320 
164 gcccggatgg aggccacggg ggtccggctg gacgtggcct acctccaggc cctctccctg 1380 
166 gaggtggagg cggaggtgcg ccagctggag gaggaggtct tccgcctggc cggccacccc 1440 
168 ttcaacctca actcccgcga ccagctggag cgggtgctct ttgacgagct gggcctgcct 1500 
170 gccatcggca agacggagaa gacggggaaa cgctccacca gcgctgccgt gctggaggcc 1560 
172 ctgcgagagg cccaccccat cgtggaccgc atcctgcagt accgggagct caccaagctc 1620 
174 aagaacacct acatagaccc cctgcccgcc ctggtccacc ccaagaccgg ccggctccac 1680 
176 acccgcttca accagacggc caccgccacg ggcaggcttt ccagctccga ccccaacctg 1740 
178 cagaacatcc ccgtgcgcac ccctctgggc cagcgcatcc gccgagcctt cgtggccgag 1800 
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RAW SEQUENCE LISTING DATE: 06/28/2001 

PATENT APPLICATION: US/09/577,304 TIME: 14:38:16 

Input Set : A:\04408a.app 

Output Set: N:\CRF3\06282001\I577304.raw 

180 gagggctggg tgctggtggt cttggactac agccagattg agcttcgggt cctggcccac 1860 
182 ctctccgggg acgagaacct gatccgggtc tttcaggagg ggagggacat ccacacccag 1920 
184 accgccagct ggatgttcgg cgtttccccc gaaggggtag accctctgat gcgccgggcg .1980 
186 gccaagacca tcaacttcgg ggtgctctac ggcatgtccg cccaccgcct ctccggggag 2040 
188 ctttccatcc cctacgagga ggcggtggcc ttcattgagc gctacttcca gagctacccc 2100 
190 aaggtgcggg cctggattga ggggaccctc gaggagggcc gccggcgggg gtatgtggag 2160 
192 accctcttcg gccgccggcg ctatgtgccc gacctcaacg cccgggtgaa gagcgtgcgc 2220 
194 gaggcggcgg agcgcatggc cttcaacatg ccggtccagg gcaccgccgc cgacctcatg 2280 
196 aagctggcca tggtgcggct tttcccccgg cttcaggaac tgggggcgag gatgcttttg 2340 
198 caggtgcacg acgagctggt cctcgaggcc cccaaggacc gggcggagag ggtagccgct 2400 
200 ttggccaagg aggtcatgga gggggtctgg cccctgcagg tgcccctgga ggtggaggtg 24 60 
202 ggcctggggg aggactggct ctccgccaag gagtag 24 96 

205 <210> SEQ ID NO: 3 

206 <211> LENGTH: 2511 

207 <212> TYPE: DNA 

208 <213> ORGANISM: Thermus thermophilus 

210 <400> SEQUENCE: 3 

211 atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 
213 ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 120 
215 gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 
217 gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 240 
219 tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 300 
221 ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 360 
223 gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 420 
225 atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 480 
227 cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 540 
229 cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 600 
231 ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 660 
233 ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 720 
235 gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 780 
237 gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 840 
239 gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 900 
241 gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 960 
24 3 atgtgggcgg agcttaaagc cctggccgcc tgcagggacg gccgggtgca ccgggcagca 1020 
245 gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 1080 
247 gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 1140 
24 9 gcctacctcc tggacccctc caacaccacc cccgaggggg tggcgcggcg ctacgggggg 1200 
251 gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 1260 
253 cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 1320 
255 ctctcccggg tcctggccca catggaggcc accggggtac ggcgggacgt ggcctacctt 1380 
257 caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 1440 
259 ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 1500 
261 gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 1560 
263 gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 1620 
265 gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 1680 
267 acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 1740 
269 tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 1800 
271 gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 1860 
273 cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 
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275 gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

277 ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 

279 aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

281-^^tccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

283 cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

285 gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

287 gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

289 gcccgcatgc tcctccaggt ccacgacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

291 gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 24 60 

293 ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtta g 2511 

296 <210> SEQ ID NO: 4 

297 <211> LENGTH: 832 

298 <212> TYPE: PRT 

299 <213> ORGANISM: Thermus aquaticus 
301 <400> SEQUENCE: 4 



302 
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Arg Gly Met 


Leu 


Pro 


Leu 


Phe 


Glu 


Pro 
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Gly 


Arg 


Val 


Leu 


Leu 
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1 
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Val 


Asp 


Gly His 


His 


Leu 


Ala 


Tyr 


Arg 


Thr 


Phe 


His 
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Leu 


Lys 


Gly 
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20 










25 










30 






308 


Leu 


Thr 


Thr 


Ser 


Arg 


Gly Glu 


Pro 


Val 


Gin 


Ala 


Val 


Tyr 


Gly 


Phe 


Ala 


309 






35 










40 










45 








311 


Lys 


Ser 


Leu 


Leu 


Lys 


Ala 


Leu 


Lys 


Glu 


Asp 


Gly Asp 


Ala 


Val 


He 


Val 


312 
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314 
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Lys 


Ala 


Pro 
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Phe 
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His 


Glu 


Ala 


Tyr 
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80 
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He 
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Arg 
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Lys 
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Glu 
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Glu 
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He 
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He 
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Pro 


Glu 
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Leu 


He 


Thr 


Pro 
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Leu 


Trp 


Glu 


Lys 


Tyr 
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Leu 
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335 


Asp 
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Asp 
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He 


Gly Glu 
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Arg 
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Leu 
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353 Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 

354 275 280 285 

356 Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 

357 290 295 300 

359 Ala Phe Val Gly Phe' Val Leu Ser Arg Lys Glu Pro Met Trp Ala Asp 

360 305 310 315 320 

362 Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala Pro 

363 325 330 335 

365 Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu Leu 

366 340 345 350 

368 Ala Lys Asp Leu Ser Val Leu -Ala Leu Arg Glu Gly Leu Gly Leu Pro 

369 355 360 365 

371 Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 

372 370 375 380 

3 74 Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
375 385 390 395 400 

377 Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn Leu 

378 405 410 415 

3 80 Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg Glu 
381 420 425 430 

383 Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr Gly 

384 435 440 445 

386 Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val Ala 

387 450 455 460 

389 Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly His 

390 465 470 475 480 

392 Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 

393 485 490 495 

395 Glu Leu Gly Leu Pro Ala He Gly Lys Thr Qlu Lys Thr Gly Lys Arg 

396 500 505 510 

398 Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro He 

399 515 520 525 

401 Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser Thr 

402 530 535 540 

4 04 Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg Leu 
405 545 550 555 560 

407 His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 

408 565 570 575 

410 Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin 

411 580 585 590 

413 Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val Ala 

414 595 600 605 

416 Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly 

417 610 615 620 

419 Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His Thr 

420 625 630 635 640 

422 Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp Pro 

423 645 650 655 

425 Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr Gly 
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<210> 7 
<211> 2502 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<40Q> 7 

atgprmgcga tgcttcccct ctttgagccc aaaggccggg tcctcctggt ggacggccac 60 

cacctggcct accgcacctt cttcgccctg aagggcctca ccaccagccg gggcgaaccg 120 

gtgcaggcgg tctacggctt cgccaagagc ctcctcaagg ccctgaagga ggacggggac 180 

^^gcggtg^ tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 240 ^ 

gcctacaagg cgggccgggc ccccaccccg gaggactttc cccggcagct cgccctcatc 300 

aaggagctgg tggacctcct ggggcttgcg cgcctcgagg tccccggcta cgaggcggac 360 (fY\ ^^^^J^-^^ 

gacgt0ctgg ccaccctggc caagaaggcg gaaaaggagg ggtacgaggt gcgcatcctc 420 ^ 

accgccgacc gcgacctcta ccagctcctt tccgaccgca tcgccgtcct ccaccccgag 480 ^ I 

gggtacctca tcaccccggc gtggctttgg gagaagtacg gcctgaggcc ggagcagtgg 540 ^^^^^^/^ 

gtggactacc gggccctggc gggggacccc tccgacaacc tccccggggt caagggcatc 600 

ggggagaaga ccgccc^aa gctcctc^g gagtggggga gcctggaaaa cctcctcaag 660 



aacctggacc gggtgaagcc cgcc^^ccgg gagaagatcc aggcccacat gga^acctg 720 
^gctctcct gggagct^c ccaggtgcgc accgacctgc ccctggaggt ggacttcgcc 780 



<210> 8 
<211> 833 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400>--a 

Met 6caa| Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu 
1 \y 5 10 15 

Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly 
20 25 30 

Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala 
35 40 45 



.(Xaai 



Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val/Xaa/Val 

50 55 60 \_/ 

Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu Ala 

65 70 75 80 



Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu 
85 90 95 

Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Xaa Arg Leu Glu 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 

?9?,"f l?*'?^ !r'"^ *K ^ corresponding explanation is presented in the <220> to 

<zi6> fields of each sequence which presents at least one n or Xaa. 



• # 



VERIFICATION SUMMARY 

PATENT APPLICATION: 08/09/577,304 



DATE: 06/28/2001 
TIME: 14:38:17 



Input Set : A:\04408a.app 

Output Set: N:\CRF3\06282001\l577304.raw 



L:16 M:270 C: Current Application Number differs. Replaced Current Application Number 
L:17 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:800 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:800 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:800 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:806 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:806 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:806 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:812 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:812 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:812 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:820 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:820 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:820 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:822 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:822 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:822 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:824 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:824 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:824 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:826 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:826 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:826 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:834 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:834 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:834 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:836 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:836 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:836 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:840 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:840 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:840 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:844 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:844 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:844 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 

L:848 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:848 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:848 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:850 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:850 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:850 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:852 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:852 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7' 
L:852 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:854 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:854 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:854 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:858 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
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# # 

VERIFICATION SUMMARY DATE: 06/28/2001 

PATENT APPLICATION: US/09/577,304 TIME: 14:38:17 



Input Set : A:\04408a.app 

Output Set: N:\CRF3\06282001\I577304.raw 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/577,304 



DATE: 06/28/2001 
TIME: 14:38:17 



L:1458 M:341 W 
L:1475 M:341 W 
L:1492 M:341 W 
L:1521 M:341 W 



Input Set : A:\04408a, app 

Output Set: N:\CRF3\062B2001\I577304.raw 

(46) "n" or "Xaa" used, for SEQ ID#:30 

(46) "n" or "Xaa" used, for SEQ ID#:31 

(46) "n" or "Xaa" used, for SEQ ID#:32 

(46) "n" or "Xaa" used, for SEQ ID#:34 
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